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Professional Experience

Expert on molecular techniques

Expert in Next Generation Sequencing (NGS) and analysis
Design experimental plan for NGS and Bioinformatics
Data interpretation

| Positions

Chief Executive Officer, Bengaluru Genomics Center Pvt. Ltd., Bangalore

Lead Data Scientist for InterpretOmics India Pvt. Ltd.,

Research Fellow, Department of Genetics and Plant breeding, GKVK, Bangalore.
Research associate, Department of Plant Biology, The Ohio State University, Colombus,
USA.

Research associate, Department of Biochemistry, The Ohio State University, Colombus,
USA.

Project assistant, James Cancer Hospital, The Ohio State University, Columbus, USA.

Field Officer at BAIF, Tiptur, Karnataka.
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Presentations

1.

Introduction to different NGS platforms and their applications, Department of Plant
Molecular Biology and Bioinformatics, Tamil Nadu Agricultural University, Coimbatore
(Sept, 2017).

Overview of different sequencing techniques and data analysis, Department of
Biotechnology, SIT, Tumkur. (Aug, 2017).

Nanopore technology and it applications, Intensive Hands on Workshop on Human Genome
and Transcriptome Data Analysis, Yenepoya University, Mangalore, India (March 27 — 30,
2017).

Advances in whole genome sequencing NGS platform, University of Horticultural

sciences, Bangalore. (July, 2017).

Introduction to long read sequencing and its application, National symposium on

Future genomics, Institute of Transdisciplinary Health Sciences & Technology,

Bangalore (October 13 — 14, 2017).

Introduction to Nanopore sequencing and its advantages, Department of

Biotechnology, SIT, Tumkur (Sept, 2017).



